









150 mM NaCl, 20 mM Tris-HCl, pH 7.4
3 4
Lysis buffer 5 SDS
SV total 
ReverTra Ace qPCR RT Kit Toyobo, Osaka, Japan
PCR
one-way ANOVA

















A C/EBP C c-Fos D JunB E c-Jun F KLF5






STAT5b Fig. 6A STAT1 STAT5a
STAT5b mRNA PDZRN3
STAT5a mRNA Fig. 6B 3T3-L1
STAT5a STAT5b




Fig. 6D PDZRN3 STAT5b
Fig. 6D, E STAT5a















[1] Katoh M. Identification and characterization of PDZRN3 and PDZRN4 genes in silico. Int J 
Mol Med 13 (2004) 607-613
[2] Ko JA, Kimura Y, Matsuura K, Yamamoto H, Gondo T, and Inui M. PDZRN3 (LNX3, 
SEMCAP3) is required for the differentiation of C2C12 myoblasts into myotubes. J Cell 
Sci 119 (2006) 5106-5113
[3] Lu Z, Je HS, Young P, Gross J, Lu B, and Feng G. Regulation of synaptic growth 
andmaturation by a synapse-associated E3 ubiquitin ligase at the neuromuscular junction. J 
Cell Biol 177 (2007) 1077-1089
[4] Honda T, Yamamoto H, Ishii A, and Inui M. PDZRN3 negatively 
regulatesBMP-2-induced osteoblast differentiation through inhibition of Wnt signaling. Mol 
Biol Cell 21 (2010) 3269-3277 
[5] Dente L, Gestri G, Tsang M, Kudoh T, Wilson SW, Dawid IB, and Andreazzoli M. 
Cloning and developmental expression of zebrafish pdzrn3. Int J Dev Biol 55 (2011) 
989-993
[6] Farmer SR. Transcriptional control of adipocyte formation. Cell Metab 4 (2006) 263-273
[7] White UA and Stephens JM. Transcriptional factors that promote formation of white 
adiposetissue. Mol Cell Endocrinol 318 (2010) 10-14
[8] Ferguson BS, Nam H, Hopkins RG, and Morrison RF. Impact of reference gene 
selectionfor target gene normalization on experimental outcome using real-time qRT-PCR 
inadipocytes. PLoS One 5 (2010) e15208
[9] Stephens JM, Morrison RF, and Pilch PF. The expression and regulation of STATs 
during 3T3-L1 adipocyte differentiation. J Biol Chem 271 (1996) 10441-10444
[10] Baugh JE, Jr., Floyd ZE, and Stephens JM. The modulation of STAT5A/GR 
complexesduring fat cell differentiation and in mature adipocytes. Obesity (Silver Spring) 15 
(2007) 583-590 
[11] Floyd ZE and Stephens JM. STAT5A promotes adipogenesis in nonprecursor cells 
andassociates with the glucocorticoid receptor during adipocyte differentiation. Diabetes 52 
(2003) 308-314
[12] Nanbu-Wakao R, Morikawa Y, Matsumura I, Masuho Y, Muramatsu MA, Senba 
E,and Wakao H. Stimulation of 3T3-L1 adipogenesis by signal transducer and activator 
oftranscription 5. Mol Endocrinol 16 (2002) 1565-1576 
[13] Cao Z, Umek RM, and McKnight SL. Regulated expression of three C/EBP isoforms 
duringadipose conversion of 3T3-L1 cells. Genes Dev 5 (1991) 1538-1552 
[14] Wu Z, Bucher NL, and Farmer SR. Induction of peroxisome proliferator-activated 
receptor  during the conversion of 3T3 fibroblasts into adipocytes is mediated by C/EBP
, C/EBP ,and glucocorticoids. Mol Cell Biol 16 (1996) 4128-4136 
[15] Yeh WC, Cao Z, Classon M, and McKnight SL. Cascade regulation of terminal 
adipocytedifferentiation by three members of the C/EBP family of leucine zipper proteins. 
Genes Dev 9 (1995) 168-181 
[16] Ross SE, Hemati N, Longo KA, Bennett CN, Lucas PC, Erickson RL, and 
MacDougaldOA. Inhibition of adipogenesis by Wnt signaling. Science 289 (2000) 
950-953 
[17] Hennighausen L and Robinson GW. Interpretation of cytokine signaling through 
thetranscription factors STAT5A and STAT5B. Genes Dev 22 (2008) 711-721 
[18] Teglund S, McKay C, Schuetz E, van Deursen JM, Stravopodis D, Wang D, Brown 
M,Bodner S, Grosveld G, and Ihle JN. Stat5a and Stat5b proteins have essential 
andnonessential, or redundant, roles in cytokine responses. Cell 93 (1998) 841-850 
[19] Kawai M, Namba N, Mushiake S, Etani Y, Nishimura R, Makishima M, and Ozono K. 
Growth hormone stimulates adipogenesis of 3T3-L1 cells through activation of 
theStat5A/5B-PPAR  pathway. J Mol Endocrinol 38 (2007) 19-34 
[20] Shang CA and Waters MJ. Constitutively active signal transducer and activator 
oftranscription 5 can replace the requirement for growth hormone in adipogenesis of 
3T3-F442Apreadipocytes. Mol Endocrinol 17 (2003) 2494-2508 
[21] Wang D, Moriggl R, Stravopodis D, Carpino N, Marine JC, Teglund S, Feng J, and 
IhleJN. A small amphipathic -helical region is required for transcriptional activities 
andproteasome-dependent turnover of the tyrosine-phosphorylated Stat5. EMBO J 19 
(2000) 392-399 
[22] Zhang JW, Klemm DJ, Vinson C, and Lane MD. Role of CREB in 
transcriptionalregulation of CCAAT/enhancer-binding protein gene during adipogenesis. 
J Biol Chem 279 (2004) 4471-4478 
[23] Wakao H, Wakao R, Oda A, and Fujita H. Constitutively active Stat5A and Stat5B 
promoteadipogenesis. Environ Health Prev Med 16 (2011) 247-252
